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<120> FUSION PROTEINS OF A SINGLE CHAIN ANTIBODY AND CD2E 
USES THEREOF 

<130> MSK.P-035-US 

<140> 08/940,544 
<141> 1997-09-30 

<150> PCT/US97/04427 
<151> 1997-03-20 

<160> 4 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 27 

<212> DNA / 

<213> HUMAN / 

/ 

<220> 

<223> Upstream primer for PCR /amplification. 



<400> 1 



/ 



gcggccgcaa ttgaagttat gtatcct 



<210> 2 
<211> 30 
<212> DNA 
<213> HUMAN 

<220> 

<223> Downstream primer for PCR amplification. 
<400> 2 

tcgaggatct tgtcafggagc gataggctgc 



<210> 3 
<211> 717 
<212> DNA 
<213> HUMAN/ 



<220> 
<223> 



5Fll-scFv 



<220> 

<221> unsure 
<222> (37) 

<220> 

<221> unsure 
<222> (79) 



<400> 3 
caggtgaaac 
tcctgcaaga 
catggaaaga 
aagcagaagt 
atggagctcc 
acggtcccgt 
ggttcaggcg 
gcaatcatgt 
ataagttaca 
gacacatcca 
tcttattctc 
cagcggagta 

<210> 4 
<211> 714 
<212> DNA 
<213> HUMAN 



<220> 

<223> 3G6 -scFv 



tgcagcagtc 
cttctggana 
gccttgagtg 
tcaagggcaa 
gcagcctgac 
ttgcttactg 
gaggtggctc 
ctgcatctcc 
tgcactggta 
aactggcttc 
tcacaatcag 
gttacccgct 



aggacctgaa 
caaattcact 
gattggaggt 
ggccacattg 
atctgaggat 
ggtccaaggg 
tggcggtggc 
aggggagaag 
ccagcagaag 
tggagtccct 
cagcatggag 
cacgttcggt 



ctggtgnagc 
gaatacacca 
attaatccta 
actgtagacay 
tctgcagtc^ 
accacggtda 
ggatcggafca 
gtcaccatga 
cctgtc;acct 
gctcgittca 
gctgt/agatg 
gctgggacac 



<400> 4 

agtattgtga 

ataacctgca 

gggcagtctc 

cgcttcactg 

gaagacctgg 

ctggaaataa 

gtgcaggtga 

tgcactgtct 

ggaaagggtc 

gctcttatgt 

atgaacagtc 

tacggctatg 



tgacccagac 
aggccagtca 
cgaaactgct 
gcagtggata 
cagtttattt 
aaggtggagg 
aggagtcagg 
ctgggttttc 
tggagtggct 
ccagactgag 
tgcaaactga 
ctttggacta 



tcccaaattc 
gagtgtg, 
gatatacfcct 
tgggacdgat 
ctgtcagcag 
cggttdaggc 
acctggcctg 
atta^caat 
gggagtaata 
catcagcaag 
tgackcagcc 
ctggggtcaa 




ctggggcttc 
tgcactgggt 
caatggtgg 
agtcctccag 
attactgtgc 
ccgtctcctc 
tcgagctcac 
cctgcagtgg 
cccccaaaag 
gtggcagtgg 
ctgccactta 
agttggaaat 



agtgaagata 60 
gaagcagagc 12 0 
tactaactac 180 
cacagcctac 240 
aagagatact 3 00 
aggtggaggc 3 60 
tcagtctcca 420 
cagctcaagt 480 
atggatttat 540 
gtctgggacc 600 
ttactgccat 660 
aaaacgg 717 



ctgcttgtat 
aatgatgtgg 
gcatccaatc 
ttcactttca 
gattatagct 
ggaggtggct 
gtggcgccct 
tatggtgtac 
tgggctggtg 
gacaactcca 
atgtactact 
ggaacctcag 



cagcaggaga 
cttggtacca 
gctacactgg 
ccatcagcac 
cgctcggagg 
ctggcggtgg 
cacagagcct 
actgggttcg 
gaagcacaaa 
agagccaagt 
gtgccagtcg 
tcaccgtctc 



cagggttacc 60 
acagaagcca 120 
agtccctgat .180 
tgtgcaggct 240 
ggggaccaag 3 00 
cggatcgcag 3 60 
gtccatcact 420 
ccagcctcca 480 
ttataattcg 540 
tttcttaaaa 600 
ggggggtaac 660 
ctca 714 



